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Figure S7

DBS and SBS catalogues of samples with DBS7 across Hartwig, ICGC and GEL cohorts

PON QO Y © o

CPCT02120032T (68 DNVs) CPCT02310012T (164 DNVs) a92023de-5c97-4bf2-aa3c-0e768d7c5ece (239 DNVs) GEL-2482049-11 (161 DNVs)
J 15
5 15 40
3 10 30 10
| 5 : s |
10
S b oalella (U0 o ) Litiha TR N N SR T I WL ¥
AC>NN - CC>NN [GGSNN CT>NN -TA>NN_ TG>NN | TT>NN | AC>NN [ATSNN| cc>NN [EGSNN CT>NN -TA>NN_ Te>NN [N AC>NN - CC>NN [GGSNN CT>NN -TA>NN_ ;;:N;Mﬂ AC>NN - CC>NN [GGSNN CT>NN -TA>NN_ ;;:N;Mﬂ
CPCT02120032T (61512 SNVs) CPCT02310012T (64885 SNVs) a92023de-5c97-4bf2-aa3c—-0e768d7c5ece (106066 SNVs) GEL-2482049-11 (30523 SNVs)
8000 12000 20000
10000
6000 8000 15000 3000
6000 10000 2000
4000 4000
2000 5000 5000 1000 ||
0 I [ II I.-_u 0 e SR TR E— 0~ e o ol 0 En_i_Ea. .Il,lll.ln.l.l_l [ [T— Y |
T>A T>C TG T>A T>C TG T>A T>C G T>A T>C G
B Sequence Context of the AC>CA mutations in GEL-2803527-11 C Sequence Context of the AC>CT mutations in GEL-2803527-11
(sample with high DBS8 exposure) (sample with high DBS8 exposure)
250 (= —— —
I III - A 400 ] I - A
| C — c
200 - T T
m G 300 - |G
150
€ €
3 8200 -
100
100
N I I I I I
0- — 0- —
OO?OPIT(?LKP#O’I)C}I\—OOFN(OVLOLOI\WO)O oq)olcn}u?Lpﬁrq)cyTooFvamcomoomo
' position relative to AC>CA ' position relative to AC>CT
D Sequence Context of the CT>AC mutations in GEL-2835582-11 E Sequence Context of the TG>GT mutations in GEL-2835582-11 F Sequence Context of the TG>GT mutations in GEL-2341591-11
(sample with high DBS18 exposure) (sample with high DBS18 exposure) (sample with high DBS5 exposure)
il = A Il B ll m -I-/\ 1o || I II BEREN | = A
150
C C C
T T T
= G =G 107 =G
100 81 H
< - - L1 || 2 =
> || — ] I > =}
8 SIS L IEE IR 8 — 8 6- = H =
50 44
5 -
I I ] | I I I
N e N iR 0
@ @ ™~ QPN

-10 [T

o
-~

~— -— - -
1 [

position relative to CT>AC position relative to TG>GT position relative to TG>GT



