Sequence context of the CC>TT mutations in GEL-2373213-11,
DBS reference Signatures’ a" cohorts sample with high DBS11 exposure, associated with APOBEC-related SBS2
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Previously unreported, in cis DBS signatures
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E Examples of samples with TBS signatures (DBS25)
GEL-2136826-11 (282 TNVs) faff4626-615b—416a-b7a6-9d177dcc94a9 (62 TNVs) CPCT02050104T (182 TNVs)
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